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DQ198262: Plasmodium falciparum LDH sequence. 

• There are several IMPORTANT features given to you on the sequence 
page.

• HEADER
– DQ198262 is a UNIQUE number assigned to the Pf LDH gene sequence in 

a database. 
• Known as the: ACCESSION number (can have various versions: DQ198262.1)

– gi:76563842: gene index identifies the current version
• If sequence annotation is revised then the gi number changes but the accession 

number remains the same

– LOCUS: Length of the sequence:  951bp

– DEFINITION: name of the sequence

– SOURCE: Common name of Plasmodium falciparum (i.e. malaria parasite 
P. falciparum)

– ORGANISM  Plasmodium falciparum
• More complete identification

• Lineage: Eukaryota; Alveolata; Apicomplexa; Haemosporida; Plasmodium.

• The hyperlink takes you to the…TAXONOMY database

http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5833


-REFERENCE: gives publication citation related to the sequence entry
• AUTHORS:Turgut-Balik,D., Shoemark,D.K., Moreton,K.M., Sessions,R.B. 

and Holbrook,J.J.

• TITLE     Over-production of lactate dehydrogenase from Plasmodium 
falciparum opens a route to new antimalarials.   JOURNAL   Biotechnol. 
Lett. 23, 917-921 (2001).

• FEATURES
– Information about gene, gene product and regions of biological 

significance
• Coding sequence (CDS), mRNA, introns, exons

• Enzyme Committee number. E.C.

• Unique international identifier (eg: 1.1.1.27)

• Click on link to go to EXPASY website 

– Amino acid sequence number : ABA46355.1
• Links to Entrez Protein database

– The amino-acid sequence is given

• SEQUENCE
– The DNA or base sequence is given. (Note: what is the base sequence 

of the first codon?) 

– CDS (coding sequence)  starts with ATG (DNA) or AUG if mRNA

http://www.expasy.org/cgi-bin/nicezyme.pl?1.1.1.27
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=ABA46355.1




• Remember:
– Promotor – shows the position of the promoter box 

e.g. -35 for transcription

– RBS is the ribosomal binding site

– CDS stands for coding segment/sequence (i.e. open 
reading frame: ORF).

• Coding sequence (CDS)

• Ribosomal binding sites (RBS)

• Start/stop

• Promotor sequences

• Introns/exons

• Repeat regions etc.

Features (Nucleotide database)



Shine Dalgarno (Translation)

Transcription

dUTPase





FASTA format

• Case-sensitive: always use CAPITAL letters

• Use Courier font for easy alignment

• Format:   >My_Sequence_Name Definition line

ARFDSHJDKKDMFSMNDN Sequence

Default input format for sequence analysis software 
(nucleotide and protein) such as BLAST etc.

• For downloading the sequence click on FASTA

• COPY and PASTE the information into an empty MS WORD 

document.

NOTE: FASTA starts with the Gene index.

• Save as text file (no formatting)









FASTA format: dUTPase

>gi|2443575|gb|AF018429.1|HSDUT1 Homo sapiens dUTPase (DUT) gene, exons 1 and 2

TCGGAAAAATGGGGGCCAGAGCAAACAAGAAGAGCGAAAGCAAGAGGGCTAGGCAGCCAGAGGCGGCAGC

AAGACTCAAGACGCCAACGGCGCTGTTTCCTGGGGCCCCAGGGCTTGCGCCATCCCTGGGCTGCCGGGGC

ACCGCCTCTCCACGCCCCTCGTCCGGCGGCGGCTGCGACTGCTTCCGAGGTCATGTTCCCAGGACGGGCG

CGTCTTCAGGGTGGAAGCCTGGCGCACGTCCGGAGGTGCCGAGGACCCAACCAGCCCAAACTCTGGGGGA

AATGACTCCCCTCTGCCCTCGCCCCGCGCTCTGCTACCATTTCCTTACGTCTCTGCTTCGCTCAGCGATG

CAAAACGCGCGAGGCACGGCAGAGGGCCGAAGCCGCGGTACTCTCCGGGCCAGGCCCGCCCCTCGGCCGC

CGGCCGCGCAGCACGGGATTCCCCGGCCGCTGTCCAGCGCTGGCCGCCTGAGCCAAGGCTGCCGCGGAGC

CAGTACAGTCGGGGCCGCTGGCTGGAAGGGCGAGCTTCCTAAGGCGGGGGGAAGCCCGGCGCCGGGGCCG

GGTAGGAAAGGCGGGGGAGGGGCTCCGGCCGTCTGGAAGGAATCCAACGCGGCTTGAGGCTGTGGGGAAG

TAGGGTGGCGAGCGGTCCTTCTGCGCGCGGGGGGCCGGGGGGGTGGGGTGGTCCATTAGGGTCCCCTGGC

GAGGGGGCGGCTTTCTAGTGTGTGAAGGCGACGCCCTAGAAGCTCCCCTTCAAAGTTGGCCCCACGCGCT

GAATGTGGAAAGTTGACTGGGACCCAGTAGTTTCCCATCCCAAACCTGCTTTCCGAGAAGGGCTTCAAAC

CCAAAATGTGAATCCCGCCTCCCCTCTCAGCCAGAACTGTGGACTCGTCCCGGGGAGGGGCGGTGGGTGG

GGCGGGGCTGGCGGGAAATTTCGGTTTTGGCGCGCTCCCTGCGGCGACGCTCATCGTGCGCTCTCCTCTT

CCCCCGGTGGTCTCCTCGCTCGCCTTCTGGCTCTGCCATGCCCTGCTCTGAAGAGACACCCGCCATTTCA

CCCAGTAAGCGGGCCCGGCCTGCGGAGGTGGGCGGCATGCAGCTCCGCTTTGCCCGGCTCTCCGAGCACG

CCACGGCCCCCACCCGGGGCTCCGCGCGCGCCGCGGGCTACGACCTGTACAGGTGAGCGGGGACCTGCCG

GCGAGGAGGCTGGGAAGGGCCGGCCGTCCGCTGCCACAGCTAGAAACAGTCACCGGAGAGATCACAGGAA

CACACTAGCTATAAATAGGATTTCTGCCTTTTTCGTGTTTAAAATTTTAGCTTTCATCTTTGGCATAAAT

TAAATAGAGATTTGGGCAAAGACTGCAGAATAAGTAAAATAGCTATACGGTGTCTAGCAAGGCGTTACTT

TGCAACGTTTATTGTGCCCTTCCTAAATAGAAGATAGAGAGGAAGGCCCATGGTGGCTTTCGAAGTGGCC

CGAGGGTGATGCTGTGCTCAATAGAAAAACCAAGGTGAGAGCCTAGATGTGAGCGTGAAAATACCTAAGA

AGGATGAACGAAGATGCATCTGCCTTAAAAAGTTATTTCTATACATTCATCCGGCCCAGGGCGGAATTTG

AGAAGCATCTGAAAACGAAGGCAGACTGCCTGTATCTACCACACTTTCATCTCTACAGCACGTTTTACTG

TACTAAAACTTCCCGTATGCTGTTGTATAGTCCTCCACACATCCCTAACTAGATA



FASTA format: L-Lactate 

dehydrogenase protein

>gi|76563843|gb|ABA46355.1| L-lactate dehydrogenase [Plasmodium 

falciparum] 

MAPKAKIVLVGSGMIGGVMATLIVQKNLGDVVLFDIVKNMPHGKALDTSHTNVM

AYSNCKVSGSNTYDDLAGADVVIVTAGFTKAPGKSDKEWNRDDLLPLNNKIMI

EIGGHIKKNCPNAFIIVVTNPVDVMVQLLHQHSGVPKNKIIGLGGVLDTSRLKYYI

SQKLNVCPRDVNAHIVGAHGNKMVLLKRYITVGGIPLQEFINNKLISDAELEAIF

DRTVNTALEIVNLHASPYVAPAAAIIEMAESYLKDLKKVLICSTLLEGQYGHSDIF

GGTPVVLGANGVEQVIELQLNSEEKAKFDEAIAETKRMKALA



Protein sequences

• NCBI Protein
– Plasmodium falciparum lactate dehydrogenase

– ABA46355.1

– DQ198262.

• Retrieve the protein sequence from the 

EXPASY website (Expert Protein Analysis 

System)

– WWW.EXPASY.CH

http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=ABA46355.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=76563842
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=76563842
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=76563842
http://www.expasy.ch/
http://www.expasy.ch/


Click on here takes you to 

Entrez Protein



Entrez Protein




