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| A kit for diagnosing malaria comprising monoclonal antibodiesto malarial lactate dehydrogenase and aldolase

4. 1,084 bp linear genomic
DI122512.1 Gl:168421398

| Plasmodium falciparum isolate FCC1/HN lactate dehydrogenase (LDH) gene, complete cds

42 951 bp linear genomic
DQ825436.1 GI:111034850

&l Plasmodium falciparum isol BR | -lactate dehydrogenase (LDH) gene, complete cds

< 43. 951 bp linear genomic
DQ198262.1 GIl:76563

&l Plasmodium falciparum isolate K1 L-lactate dehydrogenase (LDH) gene, complete cds
44, 951 bp linear genomic
DQ198261 1 GIl:76563840

&l Toxoplasma gondii malate dehydrogenase gene, complete cds
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complete cds

Pick Primers

Features Sequence Design and test primers for this sequence
using Primer-BLAST.

LOCTS Dl9gaez 951 bp DA linear INV Q4-0CT-2005

DEFINITION Plasmodium falciparum isolate FCER L-lactate dehydrogenasi\ LDH) Recent Activity -
gene, complete cds.

ACCESSION  DOL1952RE

VERSION DN198262. All links from this record -

FEYWORDS

SO0URCE Plasmodium falcipar
ORGANTISM Plaswmodium falciparum
Eukaryota; Alwveolata; Apicompledms dconoidasidar
Plasmodium; Plaswodium {Lawerania).
REFERENCE 1 (bases 1 to 951)
AUTHORS Turqut-Ealik,D. and Holbrook,J.J.
TITLE Determination of the DNA and aminoacid secquences of la
dehydrogenase gene from Plasmodium falciparum strains El an
FCER: A route to the design of new antimalarials
JOURNAL Turk. J. EBiol. 25, Z41-250 (2001)
REFEFENCE 2 (bases 1 to 951)
AUTHORS Turqut-Ealik,D., Shoewmark,D.E., Moreton,E.M., Sessions,R.BE. and .
Holbrook,J.J. | | Accession number
TITLE Ower-production of lactate dehydrogenase from Plaswodium falciparum
opens a route to new antimalarials
JOURNAL Eiotechnaol. Lett. 23, 917-921 (2001) |
FEFEFENCE 3 (basez 1 to 9511 b
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Submwitted (05-3EP-2005) Bioclogy, Faculty of Arts and Sciences,
Elazig 23169, Turkey

atggoaccas
acctLasttg
CoacAatggas
graagtggtt
JUALCLacoa
ttaaacaaca
tttattattg
ggtgttecta
tattacatat
gotocatggas
caagaattta
actgrtaata
gotgotatta
toaacctogt
LLagyLgota
aaatttgatg

Location/Qualifiers

1..951

Jorganism="Plasmodium falciparum™
fwol type="genomic DNA™
Jisolate="FCER™
fib_xref="taxon:5833"

<1l..»951
/gene="LDH"
<l..x951
Jgene="
product="L-lactate dehydrogenase™

1..951

Jgene="LDH"

{EC_nurber="1.1.1.27"

foodon_start=1

Jproduct="L-lactate dehydrogenase™

fprotein id="ALBA4E6355.1"

fdb xref="GI:76563843"
ftranslation="MAPELAKIVLVGIGHIGGVMATL IVOENLGDVVLF D IVENNPHGE
ALDTESHTNVHATINCEVIGSNTYDDLAGADVVIVTAGF TEAPGESDEEWNRDDLLPLN
NKINIEIGGHIEFNCFNAF IIVVTHNPVDVIVOLLHOHS GVPFNKIIGLGGVLD TSELE
Ty ISQKLNVCPRIVNAHIVGAHGNEMVLLERYITVGGIPLOEF INNELISDAELEALTF
DRTWNTALEIVNLHASPYWAPAAATIEMAESYLEDLEEVLICSTLLEGQYGHEDIF GG
TPVWLGANGVEQVIELOLNSEEEAKFDEATAETERMEAL A"

sagoasassat Cgttttagtt gogctcadyta tgattggady agtaatggot
ttoagassas tttaggagar gragttttgt Cogatattgt asagascatg
sAgCCttags tacatctoart ACLAsCJLLa COUCAtattc asattgoasas
casacacttsa tgacgatttg gotggadgcay atgragtaat agtaacagot
AUCCCCAadY aaagadtugac Saageatoya atagagatgs Cttattacca
agattatgat tgaasattggt ggtocatatta agasgaatty tocaaatgot
ttgtaacaas cocagtagat gttatggtac aattattaca tocaacattoa
aamacaagat tattggttta ggtggtgtat tagatacatc aagattgaag
ctocagaaatt aaatgtatge coaagagaty tasatgoaca cattgtaggt
atamaatggt tcttttaaaa agatacatta ctgtaggtgg tatcocttta
ttaatascas gttaatttct Jgatgotgaat tagaagotat atttgatagsa
ctgoattags aattgtasac tLacatgoat caccatatgt tgoaccagot
togaaatgge tgaatcotac tLassagatt Cgasasasagt attaatttgo
tagaaggacs atatggacac toogatatat toggtggtac acctgotgrt
ALUOLULLOR ACRagLLatc gRattacaat Casatagbigs gogasasagot
sagocatage tgaaactaay agaatgasgy cattagotta a

Coding Sequence

!
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DQ198262: Plasmodium falciparum LDH sequence.

« There are several IMPORTANT features given to you on the sequence
page.

« HEADER

— DQ198262 is a UNIQUE number assigned to the Pf LDH gene sequence in
a database.

« Known as the: ACCESSION number (can have various versions: DQ198262.1)

— Q1:76563842: gene index identifies the current version

- If sequence annotation is revised then the gi number changes but the accession
number remains the same

— LOCUS: Length of the sequence: 951bp
— DEFINITION: name of the sequence

— SOURCE: Common name of Plasmodium falciparum (i.e. malaria parasite
P. falciparum)

— ORGANISM Plasmodium falciparum
* More complete identification
« Lineage: Eukaryota; Alveolata; Apicomplexa; Haemosporida; Plasmodium.
* The hyperlink takes you to the... TAXONOMY database



http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5833

-REFERENCE: gives publication citation related to the sequence entry

. AUTHORS:Turgut-Balik,D., Shoemark,D.K., Moreton,K.M., Sessions,R.B.
and Holbrook,J.J.

. TITLE Over-production of lactate dehydrogenase from Plasmodium
falciparum opens a route to new antimalarials. JOURNAL Biotechnol.
Lett. 23, 917-921 (2001).

FEATURES
— Information about gene, gene product and regions of biological
significance
. Coding sequence (CDS), mRNA, introns, exons
. Enzyme Committee number. E.C.
. Unique international identifier (eg: 1.1.1.27)
. Click on link to go to EXPASY website

—  Amino acid sequence number : ABA46355.1
. Links to Entrez Protein database

—  The amino-acid sequence is given

SEQUENCE

—  The DNA or base sequence is given. (Note: what is the base sequence
of the first codon?)

—  CDS (coding sequence) starts with ATG (DNA) or AUG if mRNA



http://www.expasy.org/cgi-bin/nicezyme.pl?1.1.1.27
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=ABA46355.1

Fil=  Edit ‘“iew Favorites Tools  Help G:I‘.JSIE Gl ¥ i 2 I:) Settings- |

NiceZyme View of ENZYME: EC 1.1.1.27

L-lactate dehydrogenase.

Alternative Name(s)

L-lactic acid dehydrogenase.

L-lactic dehydrogenase.

Reaction catalysed
(S)-lactate + NAD(+) === pyruvate + NADH

Comment(s)

o Also oxidizes other (S)-2-hydrosymonocarboxdic acids.
« MNADF(+) acts, more slowly, with the animal, but not the bacterial, enzyme.

Cross-references

Eicchemical Pathways, map number(s) E6: He

FROSITE FODOCO0062

BREMNDA 11127

PLMAZ 1.1.1.27

FRIANM enzyme-specific profiles 11127

KEGG Ligand Database for Enzyme Momenclature 111 .27

ILEME Enzyme Momenclature 11127

IntEnz 1.1.1.27

MEDLIMNE Find literature relating to 1.1.1.27

MetaCyc 11127
Q31RW4, LDH1 BACAN: Fez047, LDH1 BACCI: Q081EP4, LDH1 BACCE:
Qe3CHN1, LDH1 BACCZ: QeHEZ1, LDH1 BACHE: F5o0s50, LDH1 BIFLO:

Q3YMD1, LDH1 CLOAE: Q339C1, LDH1 ENTFAL: Q5FMED, LDH1 LACLC:




Features (Nucleotide database)

« Coding sequence (CDS)

* Ribosomal binding sites (RBS)
« Start/stop

* Promotor sequences
 Introns/exons

* Repeat regions etc.

* Remember:

— Promotor — shows the position of the promoter box
e.g. -35 for transcription

— RBS is the ribosomal binding site

— CDS stands for coding segment/seguence (i.e. open
reading frame: ORF).
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promoter

promoter

misc feature

misc feature

Fepeat unit

Fepeat unit

misc feature

Fepeat unit

Fepeat unit

smol type=fgenomic DIAT

» Transcription

ion start region™

ERNL bigg;gg,séteﬁ)

fnote="unnamed protein product:
foodon start=1

/transl table=11

/protein id="CALES559.1"

ddb ®ref="GI:41297"

ddb xref="GOL:POGSAS"
fdb_xref="1nterPrD:IPRDDBIBD"
fdb_xref="InterPrD:IPRDDBIBI"

dUTP-aze (aa 1-1511"

> Shine Dalgarno (Translation)

/db ®ref="FDE:1DUL"
/db ®xref="FDE:1DUE"
/db xref="FDE:1EUS"

dUTPase

/db_xref="PDE:1EUU"
/db_xref="PDE:1RNS"
/db_xref="PDE:1RNI"
/db_xref="PDE:13EH"
fdb_xref="PDB:15YL"

ddb xref="TniProtKEB/Swiss-Prot:POESGE"
ftranslation="MEEKIDVEILDFREVGEEFFLPTYATSGSAGLDLEACLNDAVELAP
GDTTLVPTGLATIHIADPSLAAMMLPRIGLGHEHGIVLGHNLYGLIDID Y OFOL M ISV
BGODIFTIOPGERIAOMIFVPVVOAREFNLVEDFDATDRGEGGF GHIGRO™
831..851

fnote="put.stem-loop Structure™

831..5835

fnote=rinverted repeat AT
S44..551

fnote="inverted repsat L'
S66..893

fnote="put. sStem-loop Structure™
S66..872

fnote="imp. inverted repeat BT

g33..893
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GenBank: DG 982621

Plasmodium falciparum isolate FCBR Ldactate dehydrogenase (LDH) gene,

complete cds

Features Seguence

LOCTTS Dlssaas 951 bp DHA linear IV 04-0CT-2005
DEFINITION FPlasmodium falciparum isolate FCER L-lactate dehydrogenase [(LDH)

BCCE3ZION
VERSTON
FEYWORD S
S0URCE
ORGANTSM

FEFERENCE
ATTTHORS
TITLE

JOURNAL
FEFERENCE
ATTHORS

TITLE

JOURNAL
FEFERENCE
ATTTHORS
TITLE
JOURMAL

FEATURES

20T ee

gene, complete cds.
Dl19526:2
DN195262.1 GI:76563842

Plazmodium falciparum (malaria parasite P. falciparum)
Plasmodium falciparum

Eukarvyota; Alveolata:; Apicomplexa; Aconoidasida; Haemosporida:
Plazmodium; Plasmodium (Lawverania).

1 (bases 1 to 951)

Turcut-Balik,D). and Holbrook,J.J.

Determination of the DNA and amincacid sequences of lactate
dehydrogenase gene from Plasmodium falciparum strains El and PF
FCEE: 4 route to the dezign of hew antimalarials

Turk. J. Biol. 25, 241-250 (2001)

Z [(basez 1 to 951)

Turgut-EBalik,D. , Shoemark,D.K., Moreton,K.M., %ezsions,R.E. and
Holbrook,J.J.

Ower-production of lactate dehydrogenase from Plaswodium falciparum
opens a route to hew antimalarials

Biotechnol. Lett. 23, 917-921 (2001)

3 [(basez 1 to 8951)

Turgut-EBalik,D., Moreton, K. and Holbrook,J.J.

Direct 3ubmission

Submitted (05-3EP-2005) Biology, Faculty of Arts and Zciences,
Ela=zig 23169, Turkey

Location/Qualifiers
1 agi

Change Region Shown -

Customize View -

Pick Primers

Design and test primers for this sequence
using Primer-BLAST.

Recent Activity -
Turn Off  Clear
Flasmodium falciparum isolate

FCBR Llactate dehydrogenase
(LDH) gene, complete cds

|

DQ198262 (1)
dDQ198262 ()

Mus musculus SPARC-like 1
(Sparclly, mERA

o @ pp

decarin {(421) Mucleofide

All links from this record -

» Protein
* PubMed (Weighted)
B Taxonormy

* Related Sequences

a Internet



FASTA format

Default input format for sequence analysis software
(nucleotide and protein) such as BLAST etc.

« For downloading the sequence click on FASTA
« COPY and PASTE the information into an empty MS WORD
document.
NOTE: FASTA starts with the Gene index.

« Save as text file (no formatting)

« Case-sensitive: always use CAPITAL letters

« Use Courier font for easy alignment

 Format: >My Sequence_Name = Definition line
ARFDSHJDKKDMFSMNDN =——— Sequence
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GenBlank D1 982621 v

Plasmodium falciparum isolate FCBR Ldactate dehydrogenase (LDH) gene,

complete cds

Features Seguence

LOCTTS Dlssaas 951 bp DHA linear IV 04-0CT-2005
DEFINITION FPlasmodium falciparum isolate FCER L-lactate dehydrogenase [(LDH)

BCCE3ZION
VERSTON
FEYWORD S
S0URCE
ORGANTSM

FEFERENCE
ATTTHORS
TITLE

JOURNAL
FEFERENCE
ATTHORS

TITLE

JOURNAL
FEFERENCE
ATTTHORS
TITLE
JOURMAL

FEATURES

20T ee

gene, complete cds.
Dl19526:2
DN195262.1 GI:76563842

Plazmodium falciparum (malaria parasite P. falciparum)
Plasmodium falciparum

Eukarvyota; Alveolata:; Apicomplexa; Aconoidasida; Haemosporida:
Plazmodium; Plasmodium (Lawverania).

1 (bases 1 to 951)

Turcut-Balik,D). and Holbrook,J.J.

Determination of the DNA and amincacid sequences of lactate
dehydrogenase gene from Plasmodium falciparum strains El and PF
FCEE: 4 route to the dezign of hew antimalarials

Turk. J. Biol. 25, 241-250 (2001)

Z [(basez 1 to 951)

Turgut-EBalik,D. , Shoemark,D.K., Moreton,K.M., %ezsions,R.E. and
Holbrook,J.J.

Ower-production of lactate dehydrogenase from Plaswodium falciparum
opens a route to hew antimalarials

Biotechnol. Lett. 23, 917-921 (2001)

3 [(basez 1 to 8951)

Turgut-EBalik,D., Moreton, K. and Holbrook,J.J.

Direct 3ubmission

Submitted (05-3EP-2005) Biology, Faculty of Arts and Zciences,
Ela=zig 23169, Turkey

Location/Qualifiers
1 agi

Change Region Shown -

Customize View -

Pick Primers

Design and test primers for this sequence
using Primer-BLAST.

Recent Activity -
Turn Off  Clear
Flasmodium falciparum isolate

FCBR Llactate dehydrogenase
(LDH) gene, complete cds

|

DQ198262 (1)
dDQ198262 ()

Mus musculus SPARC-like 1
(Sparclly, mERA

o @ pp

decarin {(421) Mucleofide

All links from this record -

» Protein
* PubMed (Weighted)
B Taxonormy

* Related Sequences

a Internet
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“ormat: GenBank FASTA Graphics More Formats~ Cownloads  Saver  LinksT

GenBank: DC 9826241 Change Region Shown =
Plasmodium falciparum isolate FCER L4actate dehydrogenase (LDH) gene, P ———— -
complete cds

Pick Primers
=gl | 76563542 | gb [DOL9G262. 1| Plasmodium falciparum isolate FCER L-lactate dehydrogenase (LDH) Design and test prirmers for this sequence

gene, complete cds using Primer-BLAST.
ATGGCACCAALAGCALAMATC GTT I TAGT IGGCTCAGGTATGATTGAGGAGTAATGGCTACCTTAATT

TTCAGALL R TTTAGGAGATGTAGT I TTGTICGATATTCTALLGALCATGOCACATGGALAAGCTTTAGL

TACATCTCATACTAATGTTATGGCATATTCAMATTGCAMLGTALGTGETTCALACACTTATGACGATTTG Recent Activity -
GCTGGAGCAGATETAGTALTAGTALCAGCTEGATTTACCAAGGCOCCCAGGALLGAGTGACARLGAATGGA
ATAGAGATGATTTATTACCATTAMLCALCALGATTATGATTGARATTGGTGGTCATATTALGAAGALATTG Turn OfF  Clear
TCCARATGOTTTTATTATTGTTGTAACAAACCCAGTAGATGTTATGGTACAATTATTACATCAACATTCA
GGTGTTCCTAAALACALGATTATTGETTTAGGTGETETATTAGATACATCAAGATTGAAGTATTACATAT Q 4b|DQ1982E2 1] (951 lett .

CTCAGALATTAL A TCTATGECCARGAGATCTARATGCACACATTGTAGGTGCTCATGGALATARAATEGT
TCTTTTAs A TACATTACTETAGGTGGTATCCCTT TACALGAATTTATTALTAACLSFTTAATTTCT

GATGCTGAATTAGAAGCTATATTTGATAGAACTGTTAATACTGCATTAGAAATTGTAALCTTACATGCAT B Flasmadium falciparum isolate
CACCATATGTTGCACCAGCTGCTGCTATTATCGARATGGCTEALTCCTACTTAAALGATTTGALARLLGT FCBR Lactate dehydrogenase
ATTAATTTGCTCAACCTTGTTAGALGGACAATATGGACACTCCGATATATTCGGTGETACACCTGTTGTT {LOH) gene, complete cds
TTAGGTGCTAATGGTGTTGAACALGTTATCGAATTACAATTALATAGTGAGGALALLGCTARATTTGATG Q. po19ao6s )
AAGOCATAGCTGARACTAAGAGAATGALGGCATTAGCTTAA L1020,

Q doa198262 () Nucleofide

Mus musculus SPARC-like 1
(Sparclly, mERA,

All links from this record -

wascripk: Portal, $send('SingleReportFarmat’, { 'url' 'fnuccore 76563842 report=graph&logf=seqview’, 'report’; 'graph’, id":  Internet
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FASTA format: dUTPase

>Qi|2443575|gb|AF018429.1|HSDUT1 Homo sapiens dUTPase (DUT) gene, exons 1 and 2
TCGGAAAAATGGGGGCCAGAGCAAACAAGAAGAGCGAAAGCAAGAGGGCTAGGCAGCCAGAGGCGGCAGC
AAGACTCAAGACGCCAACGGCGCTGTTTCCTGGGGCCCCAGGGCTTGCGCCATCCCTGGGCTGCCGGGGL
ACCGCCTCTCCACGCCCCTCGTCCGGCGGCGGCTGCGACTGCTTCCGAGGTCATGTTCCCAGGACGGGCG
CGTCTTCAGGGTGGAAGCCTGGCGCACGTCCGGAGGTGCCGAGGACCCAACCAGCCCAAACTCTGGGGGA
AATGACTCCCCTCTGCCCTCGCCCCGCGCTCTGCTACCATTTCCTTACGTCTCTGCTTCGCTCAGCGATG
CAAAACGCGCGAGGCACGGCAGAGGGCCGAAGCCGCGGTACTCTCCGGGCLCCAGGLCCLCGCeecTeaaeeaC
CGGCCGCGCAGCACGGGATTCCCCGGCCGCTGTCCAGCGCTGGCCGCCTGAGCCAAGGLCTGLCCGCGGAGC
CAGTACAGTCGGGGCCGCTGGCTGGAAGGGCGAGCTTCCTAAGGCGGGGGGAAGLCCLCGGLGLLGGGGL(
GGTAGGAAAGGCGGGGGAGGGGCTCCGGCCGTCTGGAAGGAATCCAACGCGGCTTGAGGCTGTGGGGAAG
TAGGGTGGCGAGCGGTCCTTCTGCGCGCGGGGGGCCGGGGGGGTGGGGTGGTCCATTAGGGTCCCCTGGC
GAGGGGGCGGCTTTCTAGTGTGTGAAGGCGACGCCCTAGAAGCTCCCCTTCAAAGTTGGCCCCACGCGCT
GAATGTGGAAAGTTGACTGGGACCCAGTAGTTTCCCATCCCAAACCTGCTTTCCGAGAAGGGCTTCAAAC
CCAAAATGTGAATCCCGCCTCCCCTCTCAGCCAGAACTGTGGACTCGTCCCGGGGAGGGGCGGTGGGTGG
GGCGGGGCTGGCGGGAAATTTCGGTTTTGGCGCGCTCCCTGCGGCGACGCTCATCGTGCGCTCTCCTCTT
CCCCCGGTGGTCTCCTCGCTCGCCTTCTGGCTCTGCCATGCCCTGCTCTGAAGAGACACCCGCCATTTCA
CCCAGTAAGCGGGCCCGGCCTGCGGAGGTGGGCGGCATGCAGCTCCGCTTTGCCCGGCTCTCCGAGCACG
CCACGGCCCCCACCCGGGGCTCCGCGLCGCGCCGCGGGCTACGACCTGTACAGGTGAGCGGGGACCTGCLCCC
GCGAGGAGGCTGGGAAGGGCCGGCCGTCCGCTGCCACAGCTAGAAACAGTCACCGGAGAGATCACAGGAA
CACACTAGCTATAAATAGGATTTCTGCCTTTTTCGTGTTTAAAATTTTAGCTTTCATCTTTGGCATAAAT
TAAATAGAGATTTGGGCAAAGACTGCAGAATAAGTAAAATAGCTATACGGTGTCTAGCAAGGCGTTACTT
TGCAACGTTTATTGTGCCCTTCCTAAATAGAAGATAGAGAGGAAGGCCCATGGTGGCTTTCGAAGTGGCC
CGAGGGTGATGCTGTGCTCAATAGAAAAACCAAGGTGAGAGCCTAGATGTGAGCGTGAAAATACCTAAGA
AGGATGAACGAAGATGCATCTGCCTTAAAAAGTTATTTCTATACATTCATCCGGCCCAGGGCGGAATTTG
AGAAGCATCTGAAAACGAAGGCAGACTGCCTGTATCTACCACACTTTCATCTCTACAGCACGTTTTACTG
TACTAAAACTTCCCGTATGCTGTTGTATAGTCCTCCACACATCCCTAACTAGATA




FASTA format: L-Lactate
dehydrogenase protein

>0i|76563843|gb|ABA46355.1| L-lactate dehydrogenase [Plasmodium
falciparum]
MAPKAKIVLVGSGMIGGVMATLIVQKNLGDVVLFDIVKNMPHGKALDTSHTNVM
AYSNCKVSGSNTYDDLAGADVVIVTAGFTKAPGKSDKEWNRDDLLPLNNKIMI
EIGGHIKKNCPNAFIIVVTNPVDVMVQLLHQHSGVPKNKIIGLGGVLDTSRLKYYI
SQKLNVCPRDVNAHIVGAHGNKMVLLKRYITVGGIPLQEFINNKLISDAELEAIF
DRTVNTALEIVNLHASPYVAPAAAIIEMAESYLKDLKKVLICSTLLEGQYGHSDIF
GGTPVVLGANGVEQVIELQLNSEEKAKFDEAIAETKRMKALA



Protein sequences

* NCBI Protein

— Plasmodium falciparum lactate dehydrogenase

— ABA46355.1
— D0Q198262.

* Retrieve the protein sequence from the
EXPASY website (Expert Protein Analysis
System)

— WWW.EXPASY.CH



http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=ABA46355.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=76563842
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=76563842
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=76563842
http://www.expasy.ch/
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AUTHORS Turgut-EBalik,D., 3hoemark,D.K., HMoreton,K.M., Zeszszions,RE.E. and
Holbrook,J.J.
TITLE rrer—production of lactate dehvdrogenase from Plasmodium falociparum
opens a route to new antimalarials
JOURNALL Biotechnol. Lett, 23, 9217-921 (2001)
REFERENCE 3 [basezs 1 to 951)
AUTHORS Turgut-EBalik,D., Moreton,K. and Holbrook,J.J.
TITLE Direct Submission
JOURMALL Submitted [(0S5-3EP-2005) EBiology, Faculty of Arts and 3ciences,
Elazig 23169, Turkevy
FELATURES Location/Qualifiers
Source 1..8951
forganism="Plasmodimm falciparum™
fmol type="genomic DHAT
fisolate="FCER"
fdb xref="taxon:5533"

ene <1l..»851 C“Ck on here takes yOU to

foene="LDH™
WL <1..>851 Entrez Protein
foene="LDH™
fproduct="L-lactate dehydrogenase™
1..951
foene="LDH™
JEC number="1.1.1.27"
foodon start=1
fproduct="L-Yactate dehydrgogenase™
fprotein id
fdb xref="GIIRG563545"
Ftranslation="MAPKAKIVLVGIGNIGGVNATL IVOENLGDYVYLFD IVENMPHGE
ALDTEHTHNVMAYANCEVIGINTYDDLAGADVV IVTAGF TEAPGESDEEWNREDDLLFLI
WEIMIETGGHIKENCFNAF I IVVTHRPVDVNVOLLHOHSGVPENEIIGLGGVLDTIRLE
YISO LNVCPRDVHNAH IV GAHGNENVLLERY ITVGGIPLOEF INNELISDAELELTF
DRETVHNTALEIVHNLHLASPTVAPAAAT TEMAESYLEDLEEVLICSTLLEGOYGHIDIF G
TPVVLGANGVECYIELQLNIEERKAEFDEATAETERMELAL L™

]
=
w

QORIGIN
1 atggoaccasa aagoasasaat cgbttttaghit gootcaggta tgattggady agtaatgoot
Al accttaatty ttcagassaasa tttaggagat gtagbbtttght togatattght asagaacatg
121 croacatggasa saagotttaga tacatctcat actaatghta tggoatattc asattgoass
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L-lactate dehydrogenase [Plasmodium falciparum]

GenBank: ABA4B355.1
FASTA  Graphics

Go to: [+

LOCUS BEBR46355 316 aa linear INV 04-CCT-2005
DEFINITION L-lactate dehydrogenase [Plasmodium falciparum].
BCCES5ION RBR46335

VERSICHN EBR46355.1 GI:Te563843

DESOURCE accession DQIO9EZeZ.1

FEYWORDS .

SCURCE Plasmodium falciparum (malaria parasite P. falciparum)

CRGANISM FPlasmodium falciparum
Eukaryota; Rlveolata; Bpicomplexa; Aconoidasida; Haemosporida;
Plasmodium; Flasmodium (Laverania).
EEFERENCE 1 (residues 1 to 31g)
AUUTHORS Turgut-Balik,D. and Holbrook,J.J.
TITLE Determination of the DNA and amincacid seguences of lactate
dehydrogenase gene from Plasmodium falciparum strains K1 and PF
FCBR: & route to the design of new antimalarials
JOURNAL Turk. J. Biol. 25, 241-250 (2001}
EEFERENCE 2 (residue= 1 to 31&)
ATITHORS Turqut-Balik,D., Shoemark,D.E., Moreton,E.M., Sessions,R.B. and
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FEC mmbeEr— L. 1.1.27
Region 1..316
/region name="PTZ00082"
/note="L-lactate dehydrogenase; Provisional”
/db_xref="CDD:17337&"
Region 7..314
/region name="LDH-like MDH"
/note="L-lactate dehydrogenase-like malate dehydrogenase
proteins; cod013348"
/db xref="CcDD:133424"
Site order(13..15,35..36,79..82,105,125,127,150,154,182)
/site type="other"
/note="NAD(P) binding =site"
/db xref="CcDD:133424"
Site order(17,22,25,39..40,43,46..47,49..50,54,56..58,157..138,
1e0,162,231,236..238,241..242,2453)
/site type="other"
/note="dimer interface"
/db xref="CcDD:133424"
Site order(36,58,168,173,175,177,194,196..198, 252,254, .257, 283,
282)
/site type="other"
fnote="tetramer (dimer of dimers) interface™
/db xref="CcDD:133424"
Site order(95,127,158,182, 225, 233)
feite type="other"
/note="substrate binding =ite"
/db xref="CDD:133424"
CDs 1..316
/gene="LDH"
fcoded by="DQ198262.1:1..0851"
CRIGIN
1 mapkakivlv gsgmiggvma tlivgknlgd vvlfdivknm phgkaldtsh tnvmaysnck
6l wsgsntyddl agadwvivta gftkapgksd kewnrddllp lonkimieig ghikkncpna
121 fiiwvvtnpvd vmvgllhghs gvpknkiigl ggvldtsrlk yyisgklnve prdvnahivg

T8T ahmilmolllr rvitwodin]l mefinnlklie Adasrlerai fdr tontaledivn Thaasnurana




